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Cluster: 0012 dvu; resid: 0.59; r/c: 22/367

x.range

upstream meme PSSM #1; e=5e−05

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.28

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

●
●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

DVU1881
DVU1530

DVU1901

DVU1900

hslV

DVU1536

suhB

DVU1062

ribB

DVU2435

ccmB

DVU0915

uvrB

DVU1585
DVU1589

DVU1687

DVU0709

DVU0783

DVU1100

DVU1803

DVU2131

DVU2359

string
operons −200 −100 −1

tail fiber protein, putative: DVU1100−0.03
sigma−54 dependent transcriptional regulator: DVU2359−0.16

transglycosylase, SLT family: DVU1536−0.17
glycosyl transferase, group 1 family protein: DVU1803−0.38

metallo−beta−lactamase family protein: DVU1530−0.48
3,4−dihydroxy−2−butanone 4−phosphate synthase: DVU1775−0.59

cytochrome c−type biogenesis protein CcmB: DVU1048−0.89
transporter, CorA family: DVU2435−1.17

hypothetical protein: DVU1900−1.21
peptidyl−prolyl cis−trans isomerase domain protein: DVU1901−1.21

excinuclease ABC subunit B: DVU1605−1.35
hypothetical protein: DVU0915−1.41
hypothetical protein: DVU0709−1.72
phoH family protein: DVU1881−1.93
hypothetical protein: DVU1062−2.25
hypothetical protein: DVU0783−7.44

inositol−1−monophosphatase: DVU1680−8.73
glycosyl transferase, group 2 family protein: DVU1687−8.73

hypothetical protein: DVU2131−11.14
ATP−dependent protease peptidase subunit: DVU1577−13.54

min B12−dependent methionine synthase family protein: DVU1585−13.54
hypothetical protein: DVU1589−13.54

log10(P) upstream meme1 2 log10(P.clust)=−4.16; 22 seqs; 20 uniq
c(0.5, 2.5)
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