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Cluster: 0007 dvu; resid: 0.51; r/c: 16/365

x.range

upstream meme PSSM #1; e=5.6e−16
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upstream meme PSSM #2; e=9.9e−11

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6
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DVU0193
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DVU2876DVU2880

DVU0070DVU0086
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DVU3211

DVU3280

DVUA0141

string
operons −200 −100 −1

DVU3280NA

hypothetical protein: DVUA0141−0.40

TonB domain protein: DVU2808−0.50

Ser/Thr protein phosphatase family protein: DVU0070−0.79

hypothetical protein: DVU3211−1.37

terminase, large subunit, putative: DVU2876−2.21

hypothetical protein: DVU2458−4.58

hypothetical protein: DVU2450−6.06

hypothetical protein: DVU0086−6.23

hypothetical protein: DVU3105−6.23

hypothetical protein: DVU2879−19.72

hypothetical protein: DVU2880−19.72

hypothetical protein: DVU0190−20.80

hypothetical protein: DVU0191−20.80

adenine specific DNA methyltransferase, putative: DVU0192−20.80

hypothetical protein: DVU0193−20.80

log10(P) upstream meme1 2 log10(P.clust)=−10.07; 16 seqs; 14 uniq
c(0.5, 2.5)
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